Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.054; wR factor = 0.153; data-to-parameter ratio = 16.4.
Experimental
Crystal data Mo K radiation = 0.10 mm À1 T = 295 K 0.40 Â 0.20 Â 0.10 mm
Data collection
Agilent SuperNova Dual diffractometer with an Atlas detector Absorption correction: multi-scan (CrysAlis PRO; Agilent, 2011) T min = 0.869, T max = 1.000 8113 measured reflections 3020 independent reflections 1772 reflections with I > 2(I) R int = 0.040 Refinement R[F 2 > 2(F 2 )] = 0.054 wR(F 2 ) = 0.153 S = 1.04 3020 reflections 184 parameters H-atom parameters constrained Á max = 0.20 e Å À3 Á min = À0.17 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C8-C13 benzene ring. Symmetry codes: (i) Àx þ 1; y À 1 2 ; Àz þ 3 2 ; (ii) Àx þ 2; y þ 1 2 ; Àz þ 3 2 ; (iii) x; Ày À 1 2 ; z À 1 2 ; (iv) x; Ày þ 1 2 ; z À 1 2 .
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . supplementary materials Acta Cryst. (2013) . E69, o437 [doi:10.1107/S1600536813004893] 4-Dimethylamino-1-(4-methoxyphenyl)-2,5-dioxo-2,5-dihydro-1H-pyrrole-3carbonitrile Bakr F. Abdel-Wahab, Hanan A. Mohamed, Abdelbasset A. Farahat, Seik Weng Ng and Edward
R. T. Tiekink

Comment
The title compound (I) was investigated owing to the biological activities exhibited pyrroles and pyranopyrrole analogues (Amer et al. 2009; Amer et al. 2008) . Herein, its crystal structure determination is described.
Crystallography shows that fusion of 1-(4-methoxyphenyl)-4-oxopyrrolidine-3-carbonitrile with excess 1,1-dimethoxy-
In (I), Fig. 1 , the dihedral angle of 53.60 (12)° between the pyrrole (r.m.s. deviation = 0.005 Å) and benzene rings indicates a significant twist in the molecule. The methoxy substituent is twisted out of the plane of the ring to which it is attached as seen in the value of the C14-O3-C11-C10 torsion angle of -13.9 (4)°. The dimethylamino group is also slightly twisted out of the plane through the pyrrole ring to which it is attached; the C5-N2-C2-C1 torsion angle is 8.7 (3)°.
The three-dimensional architecture of (I) is consolidated by C-H···O interactions, involving both carbonyl-O atoms, as well as C-H···π interactions whereby the benzene ring serves as a bridge between molecules, Fig. 2 and Table 1 .
Experimental
A mixture of 1-(4-methoxyphenyl)-4-oxopyrrolidine-3-carbonitrile (0.22 g, 0.001 M) and excess 1,1-dimethoxy-N,N-dimethylmethanamine (0.2 ml) was heated under reflux for about 1.5 h on water bath. The resultant solid was filtered and dried. Re-crystallization was by slow evaporation of its DMF solution which yielded yellow prisms in 28% yield. M.pt.
482-483 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93 to 0.96 Å) and were included in the refinement in the riding model approximation, with U iso (H) = 1.2U equiv (C).
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . The molecular structure of (I) showing displacement ellipsoids at the 35% probability level.
Figure 2
A view of the crystal packing in projection down the a axis. The C-H···O and C-H···π interactions are shown as orange and purple dashed lines, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-Dimethylamino
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.87550 (12) 0.4211 (2) 0.83764 (12) 0.0638 (5) 
